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 Add or remove data tracks
with Configure this page

 Export a sequence

 Conserved sequence
from analysis of multi-
species alignments

 Pop-up menus of 
variation information

 Colour-coded 
polymorphisms

 BLAST/BLAT a sequence
 Mine data with BioMart
 Free registration/login
 Read our FAQs

 Search for a gene, location,  
variation, clone, or probeset.  
Try our disease search

 Gold genes are 
reviewed.  Click on one 
to learn more 

 Zoom into a region in 
more detail 

 Browse genes & 
annotation for 
over 50 species

 Move from a 
location to a gene
display with tabs  Current location

is indicated

 Alternate haplotypes
are available

 View whole 
genome 
alignments

 Navigate to
other pages
using links 
at the left
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 Tabs allow navigation 
through location, gene,
transcript, variation, 
and gene regulation 
information

 Left hand links
show information
about one gene

 Comparative
and variation
displays are
available

 Most Ensembl
pages can be
customised 
using Configure    
this page

 Export
sequence

 Click on a variation to 
open the variation tab, 
for population genetics 
and associated 
phenotypes

 Page-specific 
help is available

 Navigate using  
buttons

 The transcript 
table lists all 
splice variants for 
this geneThe Gene Tab

The Transcript Tab

 Links to  
sequence
displays

 IDs in 
other 
resources

 Gene 
ontology 
terms

 Known 
transcripts   
have a   
matching
sequence in   
another 
resource

 Novel 
transcripts 
are based on 
homology   
evidence

 Merged 
transcripts 
are 
reviewed 
(curated)

 Protein alignments,   
black ticks show
intron-exon junctions

 Hover over 
transcript types   
for definitions


